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Figure 2. Continental genetic ancestry. (A) Genomic PCA with All of Us participants shown in gray and
global reference population samples color-coded as shown in the key. Left panels show PC1 versus PC2
comparisons, and right panels show PC1 versus PC3 comparisons, with the percent of variance explained
by each PC shown. (B) Genetic ancestry proportions for All of Us participants stratified by the genetic
similarity groups shown in Figure 1C. Average ancestry proportions are shown above each group, and
numbers of participants are shown below each group. The remaining participants are individuals that did
not fall into a dense PCA cluster.
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Figure 3. Subcontinental genetic ancestry. Subcontinental genetic ancestry proportions for All of Us
participants from African, American, East Asian, South Asian, and European continental ancestry groups.
Subcontinental groups (regions) for each continental ancestry group are color-coded as shown.
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Figure 4. Genetic ancestry by geography. Genetic ancestry proportions are shown for All of Us
participants sampled from the fifty US states and Puerto Rico. (A) All participants and ancestry
components. (B) Non-European genetic ancestry proportions for all individuals with <90% European
ancestry. The results for states shaded in grey are suppressed owing to <20 participants with <90%
European ancestry.

15


https://doi.org/10.1101/2024.12.21.629909
http://creativecommons.org/licenses/by-nc/4.0/

bioRxiv preprint doi: https://doi.org/10.1101/2024.12.21.6299009; this version posted December 22, 2024. The copyright holder for this preprint
(which was not certified by peer review) is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. It is made
available under aCC-BY-NC 4.0 International license.

R2=0.92
P-value = 1.39 x 10%

o
[6)]
L
—o—

o
~
L

Genetic admixture entropy
o
@

o
N
:

20 40 60 80

411

412 Figure 5. Genetic admixture by age. Genetic admixture entropy (y-axis) against participant age (x-axis).
413  Ages shown in 100 bins with average and 95% Cl values shown. Linear regression trend line shown with

414 95% Cl shaded.
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